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The contribution of natural & anthropogenic factors

Background & Aim

Methods

Despite a strong theoretic basis, the determinants • The distribution of ‘natural’ African vegetation types
of vegetation distribution at continental scale have (Mayaux et al. 2004) were modelled with boosted
been poorly quanitifed. We were interested in:
regression trees (Elith et al. 2008).
• which environmental factors best predicted the • Overpredictions of each vegetation type were
distribution of all vegetation types across Africa, mapped, and hurdle models were used to test wheth• to what extent human influence on vegetation er numbers of overpredictions were related to hupatterns could be detected.
man impact.
• The contribution of environmental vs. anthropogenic factors to the distribution of vegetation types
was assessed with partial regression analyses.

Results & Conclusions

• We present the first quantitative analysis of the
determinants of vegetation distributions at continental scale.
• Annual precipitation was the most important variable for the prediction of all African vegetation types.
• Anthropogenic factors had little influence on the
delimitation of vegetation types when compared to
environmental factors.
• Savanna-type vegetation types were often overpredicted into similar savanna-type vegetation and
the number of times vegetation types were overpredicted to an area was related to human impact.
• These results may thus indicate that, particularly
savanna-type vegetation types, have been altered
by humans activities to other ‘natural’ tree-grass
vegetation types.
Fig. 1. Number of times boosted regression tree models
predicted incorrect land cover classes in each grid cell. To
obtain this figure, the overpredictions of all models were
summed per grid cell.
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